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BEAAE 11k

Western blot analysis of rhEGF

M 1 2 3 4

1o antibody: rabbit anti-human EGF
20 antibody: goat anti-rabbit HRP congugated

Lane 1,2: sample without beta-mecatoethanol
Lane 3,.4: samples with beta-mecaptoethanal



Batches

1 9 3 Batch

e S E— |
1x 2x  1x 2x 1x 2x P 1.2 3
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e 455
———

6-7.5

89 |= ' ’

Stacking gel: pH 6.8
Separating gel: pH 8.8

Native Gel IEF Gel



Corrected 490nm absorbance

EC60=65648 RZ=086

EGF (ng/mL)

A

A: before cleavage
B: after cleavage

Balb/3T3 fibroblast

Corrected 490nm absorbance

0.8+

0.7-

0.6+

0.5-

ECE0= 4.206

R2= 086

1

P =

EGF (ng/mL)

B
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Fusion protein stability and activity
Stability in cleavage buffer

Bioburden test

Iso-electric focusing test
Native-PAGE test

Protein purity and yield: RP-HPLC



Endogenous Sources
ROS, alkylation,
Single-strand hydrolysis

Exogenous Sources
UV and other radiation
sources, chemicals

break

A

: e b s . \
f— DNA damage ﬁ
Misreplication, -I-

aberrant chromosomal
segregation

Blocked transcription
Blocked replication

DNA repair
l systems
Mutations, Cell-cycle delay or arrest,
chromosomal aberrations cell death
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= =

B & X JmPhotoageing: mechanism, prevention and therapy
M. Yaar and B.A. Gilchrest

Fig 4. Photoageing. (a) An individual with skin type 1 displaymg
atrophic skin photodamage response with relatively few wrinkles but
with several actihic keratoses {arrows) and a site of previous basal cell
carcinoma over the lateral aspect of the nose. (b)) An individual with
skin type IV displaying hyperrophic skin photodamage response with
deep wrinkles and leather-like coarse skin. With permission from Yaar
M. The chronic effects of ultraviolet radiation on the skin: photoaging.
In: Photodermatology (Lim HW, Honigsmann H, Hawk JLM, eds). New
York: mforma Healthcare USA, Inc., 2007; $1-106.
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I
Vehicle control H 2 hOGGH1
(PBS) 0.5 ug 1 ug 25 ug "
NEB hOGG1
0.5ug 2.5 ug

8-oxodG
hOGG1
DAPI




hOGG] 1% %8 i1 820 % | UV 3] #2 64 DNA 354 (8-0x0dG)
UV 28 mJ/icm* V28 mhem* o1

‘Vehicle controd (Qug) 1w

Z=hOGG1 2 ug Fl{RaE& UV 5[#EARY DNA 155




hOGG1 3£ UVB 3%

No.  |M12-132
Date  2012/11123

N& MI2 136

No. I_M 12-133
Date  20012/11/23

"Tn:_!mlz-l:?
Date 2013/11/19

o

N&Jr_.g;_z.mg No. |MI12-140
0Gaal 2012/11/2¢, Date | 2012/11/19 |

liposome
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Certificate of Analysis

7 2,

é]‘ﬁ ;]Q 'gﬁ

/%FT d 41 pg /_E'. /p
3¢ ¥ % £ (Bradford method) > 110 ug/mL
SN el (U, RFU/min/ug) >100

pH 6.0+ 0.5
EriE i () <4







Certificate of Analysis

3 B4 wy

iy e 4 i

7 ¢ R d 2 d g d

‘Zil,ﬁ. R Fr ek ek

#-v 7 7 £ (Bradford method) > 110ug/mL 140 ug/mL

T e g < 80 nm 55 nm

?%$ > 60 % 75%
4% 12 (U, RFU/min/ug) > 100 128

pH 6.0 £ 0.5 6.3

EEEER (O 4~10 4




By R R 24P

5P e
F 14 <1%
EDTA-2Na+ <0.5%
 fig < 25%
1,2-p = f% < 25%
1,3-7 = B% < 25%
PR < 0.15%
Vit. C < 2%
F 7 OBk < 2%
pH 9~9
Ao om & (Triton X-100) <0.6%
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» 5- »~ 100- -~ 700-L » Akta Pilot, 10, 100
« FHAMMEISE

» Spinner flask
> Wave disposable bag

@ O LISZ
o ALFA-LAVAL ZE#ZTVEE D
f

» Cross-flow filtration
o SFEREEINITE



